Prior probabilities of all possible cases of alignments on the forward direction Notation: Pr(me) is the probability of methylation event occurring at a position Pr(SNP) is the probability of mutation event occurring at a position Pr(AB) is the probability of A to B mutation event occurring at a position, i.e. Pr(AT) is the probability of A on the reference genome changes to T on the multiread.
Bases in green are observed bases, in black are unobserved. Cs/Gs in red indicate methylated Cs/Gs, in blue unmethylated Cs/Gs. 
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